TECHNICAL NOTE: SYSTEMS AND SOFTWARE

GenomeStudio™ Software
ChIP Sequencing Module Workflow

Input Output Documentation
Data Acquisition o HES
(Genome Analyzer - tiff images User Guide

. (4 per tile)
Sequencing Control Software)

Int.txt, gcm.txt,nse, txt,

* 1iff images Image Analysis : IPAR
X lu. . . .
(4 per tile) (|PAR) clu.txt, I(1d);et:(ttil’e§)os txt User Guide
Int.txt, gcm.txt,nse, txt, . Pipeline/
clu.txt, idx.txt, pos.txt ,Ba_seca”mg —gs;?'tﬁ); ;[ CASAVA
(1 per tile) (Pipeline - Bustard) Uksar Guidle
: Sorted files Eliecling)
~gseq.txt Alignment to Genome g per lane) ) CKSAVA
(1 per tile) T . ummary.ntm .
(Pipline - Gerald/ELAND) ( por ﬂow);e”) User Guide
4
gorteld fi)les Data Visualization and Analysis Data is organized by project:
per lane, e _ 1 o .
Sl (GenomeStudio - ChIP Sequencing Module) ;.bm, ’;de .
er cnrosome per sample,
(1 per flowcel) Create Project stabledata Genome-
(Data Import Wizard) ( pel; prgject) . Frasr’;uedlcz)rk
- P ta.bi w
Import reads and Pipeline (1epaersp—roj:;) " Usar Guick:

SI\L}llmmarly info Peaks_table.bin
erge lanes (1 per project)

Create binary sequences files Regions_data.bin Genome-

: Studio
(1 per project)
Regions_table.bin ChIP )
(1 per project) ST\(Aqugnlclng
. . Regions_merged_data.bin odule
Find Regions and Peaks 0 oo orcieett User Guide
Regions_merged_table.bin
(1 per project)
p L 2 . Summary.xml
Visualize Data (1 per project)

Filter and Sort Data

Sequence Table
Sample Table

Lane Table
Region Table
Merged Regions Table
Peaks Table

e

(. J

¥

Generate
Reports

FOR RESEARCH USE ONLY

© 2009 lllumina, Inc. All rights reserved. ° 000

lllumina, Solexa, Making Sense Out of Life, Oligator, Sentrix, GoldenGate, DASL, BeadArray, Array of Arrays, Infinium, BeadXpress, VeraCode, IntelliHyb, iSelect, CSPro, | I m ®
iScan, and GenomeStudio are registered trademarks or trademarks of Illumina. All other brands and names contained herein are the property of their respective owners. | u I n a
Pub. No. 970-2008-024 Current as of 5 January 2009 >



