
Tuesday, June 16, 2009
Hilton Stockholm Slussen
Guldgränd 8 
10465 Stockholm, Sweden
Platon Room

*Register early to secure a seat as space is limited. 

Register now at:
www.illumina.com/seminars

SEMINAR SCHEDULE

From Whole-Genome to Whole-Solution,  
Disease Analysis Tools for the Next Generation

Illumina Seminar Series

In the study of diseases, their causes and the development of therapies to treat them, flexible tools that look at RNA- and DNA-based 

changes across the genome are mission critical. Illumina is committed to providing such tools, from genome-wide analysis to low-multiplex 

target validation. 

This seminar series will bring you compelling updates on new tools for genetic analysis from Illumina and presentations from scientists using 

Illumina technology to power their next generation studies.

9:30 REGISTRATION

10:00 Introduction

10:10 Genome Analyzer IIx: Delivering More Data, Faster and Easier Than Ever Before Colin Baron, Illumina

10:25 Identification of Regulatory Genetic Variation in Childhood Acute Lymphoblastic 
Leukemia (ALL) by Massively Parallel Sequencing

Anna Kiialainen, Ph.D., Uppsala University 

10:55 The Multiple Uses of the Illumina Genome Analyzer in a Genetic Research 
Laboratory

Professor Niels Tommerup, Ph.D., 
Copenhagen University

11:25 An Overview of Illumina’s DNA Analysis Products – From Genotyping to CNV Jason Downing, Illumina 

11:40 BeadXpress SNP Genotyping for Fine mapping Eggshell Quality Traits in Chicken Terhi Iso-Touru, Ph.D., MTT

12:10 Lunch

1:10 An Overview of Illumina’s Expression and Regulation Portfolio Shawn Baker, Ph.D., Illumina

1:25 Analysis of Illumina Gene Expression Microarray Data Asta Laiho, Ph.D., Turku University

1:55 Partnering with Illumina: Systems, Services and our CSPro Program Tanya Boyaniwsky, Illumina

2:10 Conclusion


