Sequencing Simplified

Illumina sequencing is fuelling groundbreaking discoveries across a wide range of research areas. By enabling the
broadest range of applications including whole-genome resequencing, de novo sequencing, targeted resequencing,
transcriptome and epigenetic analysis, researchers are publishing at amazing rates.

This seminar series will showcase presentations from scientists using Illumina technology to power their next-
generation sequencing studies. We invite you to join us, learn about their research, and receive an update on new
sequencing products from Illumina.
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Introduction

The Expanded Illumina Sequencing Portfolio, New Sample
Prep Solutions and Workflow

The Compendium of Genomic DNA Sequencing Applications

Sequencing Cancer Genomes

Medip-Seq, Profiling the Cancer Methylome

LUNCH

Transcriptome Sequencing: The Switch from Arrays to
Sequencing

Diagnostic Applications of Clonal Sequencing Using the
Illumina GAII Platform

Application of Illumina Sequencing to the Genetics of Human
Cancers

Illumina NGS Sequencing Analysis Process: Turning Data
Into Biology
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