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Evolution of Current
Microarray Technology
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Primary spermatocytes Round spermatids
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Cluster Analysis of Z Transformed Data
(experiment number = 54)

Donor T cells

Jurkat T cells
D1 D2 D3




Genes differentially expressed in Jurkat vs Donor T cells

A. Genes up - regulated
in Jurkat only

B. Genes highly expressed
in Jurkat and Donor T cells

C. Genes up - regulated
in Donor T cells only



