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Whole Genome Selection

Bull's Genome
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Blocks of SNPs that span causal genes
contain haplotypes that predict genetic
merit

The concept of WGS is to use high resolution map
(50K SNPs) to divide the genome into small
segments and estimate the contribution of each
chromosomal segment and haplotype to genetic
merit - form of WGA analysis
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Trait HO JI=
Net merit 24 8
Milk 26 6
Fat 32 11
Protein 24 2
Fat % 50 36
Protein % 38 29

Bulls born <2000 4,422 1,149

Cows with data 947 212

Total 5,369 1,361 L)
Predicted:

Bulls born >2000 2,035 388 118

Data from 2004 used to predict independent data from 2009 Gain above parent average reliability ~35%
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