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VeraCode Assay Design Challenge

35

To reward and drive innovation in development of diagnostics for complex
diseases using VeraCode General Purpose reagents.

Two development proposals, one nucleic acid based and one protein
based, will be awarded reagents and instrument access to conduct
feasibility and development of their project.

Award:

— A BeadXpress Reader! Six months access to a BeadXpress Reader. Upon
successful completion of project, winners will be transferred ownership of
BeadXpress.

— VeraCode Universal Capture or Carboxyl beads enabling up to 23,000
measurements -
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Challenge Details
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Entry Deadline: July 2,2010

Top submissions presented to lllumina review panel week of July 16t

Winning proposals announced July 30, 2010

Proposals will be evaluated by Illumina Review Panel on the following:

— Application area

= Must include one of: Genotyping, CNV, Gene Expression, Methylation or Protein

— Focus on unmet clinical need for complex disease
— Potential for translation into mainstream diagnostics
— Level of innovation in design and application area

— Ability to execute within time allotted

»  Winners must agree to share the progress of their award-winning project at an lllumina sponsored
webinar, tradeshow or seminar, to write a white paper based on findings and to have their name
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posted on the llluminaDx Partners web page.

Registration Page Opens June 2st;
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VeraCode Carboxyl Beads
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VeraCode Universal Capture Beads
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The VeraCode Assay Designer

» Access user-specific accounts Hluniing: veracode |}

BY ILLUMINA®

» Input SNP targets

Sequence Entry

Help

Enter your sequence(s) or accession Number(s) into the sequence entry field. ®* More..,

» Choose workflow option

Search NCBI Databases

Design Run .
Organism: Human (Homo sa piens)

Method: ASPE il e
c i T
Application: SHP Identify and exclude potential SNPs

» Customize design parameters Besrriomom

= .
Ise Anchored Oligo(s) NCBI Disclaimer
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ASPE Genotyping Results

Fv Fll
16000 [
14000 | . R
3 L
12000 | » 20000
10000 |
—~ . -
=3 ) .
8000 )
2 » = *
€ ool H @ e "
é & 10000 - - '.’ .
4000 F = . .
.
. f
2000 F
0 = sndonspe 0°W%
0
~2000 [ 1 1 1 1 1 1 1 1 1 1 1 1 1
02000 4000 6000 8000 1000012000 14000 16000 180002000022000 2400026000 | | | |
Intensity (A) 0 70000 20000 30000 40000
Intensity (A)
MTHFR667 MTHFR1298
16000 -
° 14000 | ®°®
. 3
v 12000 [
L]
° 10000 -
o 10000 [- 1] '_' ) .
2 k . 2 80001
@ . =
< c
2 ° '3 o 6000
£ =
4000 |
2000
o LS T Y
0
L L L ~2000 1 1 1 1 1 1 1 1 1 1 1 1 1
0 10000 ) 20000 30000 0 2000 4000 6000 8000 10000120001400016000 180002000022000 2400026000
Intensity (A)

Intensity (A)

» 2 99.99% reproducibility

» 100% concordant genotypes
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