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HUMANHT-12 BEADCHIF CONTENT
PROBES DESCRIFTION PROBES*

RefSeq Content (Build 36.2, Release 22)
NM Coding transcript, well-established annotation 27,455

XM Coding transcript, provisional annotation 7,870
NR Non-coding transcript, well-established annotation 446
XR Non-coding transcript, provisional annotation

Supplementary Content
UniGene (Build 199) Experimentally confirmed mRNA sequences that align to EST clusters

TOTAL

overage specification
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