Clinical Implications of Arrays & Next Generation S  equencing
Technologies Seminar

Analysis of patients suffering
from mental deficiency
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2007-2008 : HumanCNV370-Duo and HumanCNV370-Quad
2009-2010 : HumanCytoSNP-12
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Carrier status of dystrophinopathy
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Presymptomatic diagnosis of high cancer risk
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Diagnosis in a mother of hereditary neuropathy with liability to pressure palsie
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Fortuitous diagnosis of a lymphoma
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Using the Illumina cluster file
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Clustering SNP with the patients of the same technique
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