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The Omni Family of Microarrays
Omni microarrays are the path to the future of genome-wide association studies, soon
offering up to five million markers per sample and extensive coverage of new variants
identified by the 1,000 Genomes Project.
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Table 1: The Omni Family of microarrays
omniOmni1-quad
express

Number of Loci

omni1s

omni2.5

Omni2.5s

omni5

> 700K

> 1M

> 1M

~2.5M

~2.5M

~5M

Assay

Infinium HD

Infinium HD

Infinium HD

Infinium HD

Infinium HD

Infinium HD

Content Source

HapMap
Phases 1–3

HapMap
Phases 1–3
and 1KGP

1KGP

HapMap
Phases 1–3
and 1KGP

1KGP

HapMap
Phases 1–3
and 1KGP

> 5%

> 5%

> 2.5%

> 2.5%

> 1%

> 1%

Base tag SNP
content

Base tag SNP
content and
high-value additions such as
CNV regions

New 1KGP
content
(MAF > 2.5%)

All content
from Omni1
and Omni1S

New rarer
1KGP content
(MAF > 1%)

All content
from Omni2.5
and Omni2.5S

Yes

Yes

Yes

Yes

Yes

Yes

Analysis
Software

GenomeStudio

GenomeStudio

GenomeStudio

GenomeStudio

GenomeStudio

GenomeStudio

Scanner

iScan
(5 min/sample)

iScan
(13 min/sample)
or BeadArray™
Reader

iScan

iScan

iScan

iScan

Call Rate

> 99%*

> 99%

> 99%*

> 99%*

> 99%*

> 99%*

> 99.9%*

> 99.9%

> 99.9%*

> 99.9%*

> 99.9%*

> 99.9%*

MAF Range
Compatibility

CNV
Capabilities

Reproducibility

* These averages are estimated before final Gentrain; final number will vary slightly
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available (Table 1).
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