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1. OvineSNP50K Datasheet: iimn.ly/sheepl

2. International Sheep Genomics Consortium: ilmn.ly/sheep2

3. International Goat Genome Consortium (IGGC): ilmn.ly/goat

4. Dr. Kathrin Stock Applications of the Equine80select array: ilmn.ly/horse

5. Canine HTS Datasheet: ilmn.ly/dog

6. Gabriel Keeble-Gagnere, et al., Novel Design of Imputation-Enabled SNP Arrays for Breeding and Research Applications
Supporting Multi-Species Hybridization, 2021: ilmn.ly/wheat

7. Reference: On-demand webinar. Development and Implementation of Genomic Selection in Pulse Crops. Dr. Sukhjiwan Kaur,
Agriculture Victoria: ilmn.ly/pulse

8. On demand webinar. A multi-species, low-cost, genome-wide genotyping platform to support molecular breeding in small grains:

ilmn.ly/smallgrains

© 2026 lllumina, Inc. All rights reserved. A MBYLICE Xt FXloll= AF8E & gl&LICh

M-GL-02591 KOR


https://ilmn.ly/sheep1
https://ilmn.ly/sheep2
https://ilmn.ly/goat
http://ilmn.ly/horse
https://ilmn.ly/dog
https://ilmn.ly/wheat
https://ilmn.ly/pulse
https://ilmn.ly/smallgrains

