
Application Note: RNA Sequencing

For Research Use Only. Not for use in diagnostic procedures.

Highlights

� Ef�cient, Multiplexed Small RNA Sequencing
Accelerate your research by studying thousands of small 
RNA sequences simultaneously with greater sensitivity and 
dynamic range

� Accessible, Affordable NGS Technology
Access a personal, reliable sequencing platform for low-
throughput RNA sequencing solutions

� Simple, Streamlined End-to-End Solution
Integrated work�ows from library preparation to easy push-
button data analysis options

� Industry-Leading Data Quality
Build con�dence in your results with the most widely adopted, 
and proven Illumina sequencing chemistry1

Introduction
Small RNAs, including microRNAs (miRNAs), are single stranded 
noncoding RNAs between 17-34 nucleotides in length and have been 
implicated as key gene regulators in many cellular pathways (Figure�1). 
Small RNAs are involved in the regulation of numerous cellular 
processes including circadian rhythms and viral regulation.1,2 The 
MiniSeq System offers the easiest and most affordable entry into the 
realm of next-generation sequencing (NGS) for small RNA sequencing 
(RNA-Seq) applications. 

NGS makes sequence-based expression analysis a �digital� alternative 
to analog techniques. Microarray gene expression measurements are 
limited by noise and signal saturation. In contrast, next-generation 
sequencing quanti�es discrete, digital read counts, offering a large

pre-miRNAs

small RNA

RISC
mRNA

Dicer

Drosha

Figure 1: Small RNA Sequencing�Study thousands of miRNA and small RNA 
sequences on the MiniSeq System with greater sensitivity and dynamic range.

dynamic range. This enables highly scalable sensitivity, allowing 
researchers to tune the level of resolution to meet speci�c 
experimental needs. With the MiniSeq Small RNA-Seq work�ow, 
millions of small RNA and microRNA (miRNA) sequences can be 
queried with unprecedented sensitivity and dynamic range. In addition 
to expression and pro�ling applications, the MiniSeq System is a 
powerful tool for the discovery of novel miRNAs and other small 
noncoding RNAs. Even without a reference sequence or secondary 
structure information, small RNA-Seq allows the characterization of 
variations such as isomiRs (miRNA variants) at single-base resolution. 

Simple, Integrated Work�ow
The MiniSeq System Small RNA-Seq work�ow delivers a complete 
sample-to-answer work�ow for the analysis of miRNAs and other 
noncoding RNAs (Figure�2). 

Complete Small RNA Sequencing Solutions on the 
MiniSeq� System
Uncover the complete picture of small RNA expression regulation with the power of next-
generation sequencing in a simple, personal platform.
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Figure 2: MiniSeq Small RNA-Seq Work�ow�The integrated work�ow enables streamlined library preparation for cost-effective studies covering all small RNA 
transcripts in any species. 








