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[0 eIVy—5 A DT—-70—: Critical Steps and
Considerations]

https://jp.illumina.com/destination/g/scs/single-cell-e-
book-dl.html

[NextSeq™ 200027 )LEJLRNA-SeqVUa1—3V/]
https://jp.illumina.com/content/dam/illumina-marketing/
apac/japan/documents/pdf/products/appnotes/nextseq-

2000-single-cell-app-note-770-2020-008-jpn.pdf
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https://jp.illumina.com/content/dam/illumina-marketing/
documents/products/technotes/10x-multiomics-tech-
note-m-amr-00006-translations/10x-multiomics-tech-
note-m-amr-00006-jpn.pdf

BET 351 ISU—RARFYMERIZ
ZOtDFEERT~NDUV Y

DRAGEN Single Cell RNA
https://jp.illumina.com/products/by-type/informatics-

products/basespace-sequence-hub/apps/dragen-single-
cell-rna.html
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https://support.10xgenomics.com/genome-exome/software/visualization/latest/what-is-loupe
https://support.missionbio.com/hc/en-us/articles/360047770774-Introduction-to-Tapestri-Insights
https://jp.illumina.com/destination/g/scs/single-cell-e-book-dl.html
https://jp.illumina.com/destination/g/scs/single-cell-e-book-dl.html
https://jp.illumina.com/content/dam/illumina-marketing/apac/japan/documents/pdf/products/appnotes/nextseq-2000-single-cell-app-note-770-2020-008-jpn.pdf
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https://jp.illumina.com/products/by-type/informatics-products/basespace-sequence-hub/apps/dragen-single-cell-rna.html
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Jasmine Zhou, PhD
HUTAIZFREOVVEILARK

K5 : ctDNADQUFYRINA T —ERISESNICFE T 2/\U7 VR ZEE L. BADFEEETD
SRR LE T

ARBOEABNIHRICRESNET . S COFERIFTER Ao M-GL-00678-JPN 11



h=x

fi72 6l

ilumina

~

BT 47 IREFERDF —LHNextSeq™ 50027 L E T JL=FTruSight Tumor 170ZEBEWLT
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DY VR RZEZEDHRE B (S CRCAEREZDEBREDHM/IEFHRZE (MRD) ZRH 3 Hlc(CMmER
FRDCtDNAZEHE L E Uic. HiSeq 40002 A7 LCTRIEL/ \A TUYRF T Fv—/(RILZAWN S —
TPYNy =V IICED BVRE RS Z O TMRDZREUE Ulc, BRI TlE BEDS1 %N
PN\ VNREF Ty IIRA VNEERI OIRFEEEET DIEREREE (TMB) ZH U BED10%HPIBK
FEEFIFZDHDRBEREDY — T VNS DA REM DB DPIKICAZED HDEUfc. COLUMORNS
T4 TRADERDSMERN LI ABEEDERICER T 2 2B EUTCctDNAZ RFEFT DR BEE
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BV FINEDARREY Y —DIRA TR B FREEDDMEVNEDNABREICSHF DCIDNARETOE]
BEMZEREILE U, NovaSeq™ 600027 s ECcfDNADWGSEIEY IR T v BN ZEHRH S
D, cIDNAKTRA L/ (5 — =4S HEHE I DT & T R F — AIFcIDNABH DN EEE S XOEET
ZEDMEVNZDDDADIREH., 948, E=FUVJICHINT Balgeithid s EERBHLE L *

J
\
2305/ LEVI-DYATYTAANMBIE AIVZF DY AT L ETIDNADWGSZRL)
T RPABIUCRCOZBEICHIIDESFEFTEMBEDOEFREZE=IUVIUE L. 7T DIE
B RENMEVCENS. MRDDH BEENSCIDNAZIZE T BKRICEBT +— TV —o VA SRH
TIRIEVERELE U O DERIT AV YRIE, 10,000Z B X DSNVERE T BcHICT/ LTA RIE

cDNAY =T Y AZIMEE L, TNITKDIRENEWGES/ NS A—F —Z AL ctDNADRH D I L. 3
REEMRDE= SV I DAREICIEDE U,

J

FUIVEBRRZEXZOMAE S IE ABRROEB AN ADF T AB KULRITZERE (OMS:omic
and multidimensional spatial) 7bSAZ{ER T DT EZEMIC, 3. 5FDRMAEZRUE Uiz, R
XY TF—5 EBFERNIEDNA.RNA. ZVIN\OBTOT7A U B ERDRZERE. ctDNADY
FYRNAF TV —Rif L mBHEDE R

J
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#IRENDT—o 70— TruSight Oncology 500 ctDNA

TruSight Oncology 500 ctDNA(B6.%6)|ENovaSeq 6000 A5 I (FR7) B8LUDRAGEN™ TruSight Oncology 500 ctDNA
Analysis Software(F&8) E&BIC UF VRIS F T —@ENSEIENILS/ LTOT 74UV T (CGP) ZTTHEICLE T TruSight
Oncology 500 ctDNAICZENZ YTV Y TR, 523EEFHISEBEMICES T 2EBON2/I\UP I EFHE CEER T, INSD
JNUP VN EEZR(SNY) EA/RKR (Indel) . AE—$U\UF7 VN (CNV) . BRI B L UERZEE R (TMB) YY1 oO0Y 73
A M REMMSDBEDRBBEZ /A F X —H—DZFENET,

=

S

EDTA. QIAGEN QlAamp TruSight Oncology 500 NovaSeq 60002/ A5 L DRAGEN TruSight
Streck cfDNA Circulating Nucleic ctDNA Kit Oncology 500 ctDNA
BCT Acid Kit Analysis Software

6 : TruSight Oncology 500 ctDNAT—2 70—

®6: 51 JSU—AR

Y TIVOTEE MRERDCIDNA
1V TvhE 30 ng cfDNA
INIZXF A I ~10.5057

S270—t)L(8EU—R):8
JO—tILERbDY VTV
S470—t)L(8fEU—R):24
#EU—RR 151 bp x 2

S270—t)L:3685H
I=TIRSVIA L

S470—t)L:45854E

]R8 T— I

DRAGEN TruSight Oncology 500 ctDNA V=G URT 54 AUK, Collapsinglc &I > —HIE.
Analysis Software U7 Ra—)L.MSIZO7 U  TMBRIEZRE
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BET37IVr—vay /—hErER
ZOMDIVFIIANDUID
[TruSight Oncology 500 ctDNA]

https://jp.illumina.com/content/dam/illumina/gcs/

assembled-assets/marketing-literature/trusight-
oncology-500-ctdna-data-sheet-m-gl-00843/trusight-

oncology-500-ctdna-data-sheet-m-gl-00843-jpn.pdf

[TruSight Oncology 500 ctDNA provides robust
performance for detecting variants at low allele
frequency)
https://jp.illumina.com/content/dam/illumina-marketing/
documents/products/technotes/trusight-umi-rare-
variant-technote-1000000050426.pdf

[Accurate quantification of cfDNA for use in TruSight
Oncology 500 ctDNAI
https:/jp.illumina.com/content/dam/illumina-marketing/

documents/products/appnotes/cfdna-quantification-
tech-note-1170-2020-001.pdf

[Searching for cancer driver gene expression in clues in
cell-free DNAJ
https://jp.illumina.com/content/dam/illumina-marketing/
documents/icommunity/heitzer-ulz-graz-interview-
hiseq2500-cancer-1170-2016-022.pdf

AREOERENIFARICRESNET T SR COERFTER A,

illumina:

BiET351ISU—RARTYMER
ZOfthDEHERBADY D
TruSight Oncology 500 ctDNA

https://jp.illumina.com/products/by-type/clinical-
research-products/trusight-oncology-500-ctdna.html
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https://jp.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/trusight-oncology-500-ctdna-data-sheet-m-gl-00843/trusight-oncology-500-ctdna-data-sheet-m-gl-00843-jpn.pdf
https://jp.illumina.com/content/dam/illumina-marketing/documents/products/technotes/trusight-umi-rare-variant-technote-1000000050426.pdf
https://jp.illumina.com/content/dam/illumina-marketing/documents/products/technotes/trusight-umi-rare-variant-technote-1000000050426.pdf
https://jp.illumina.com/content/dam/illumina-marketing/documents/products/technotes/trusight-umi-rare-variant-technote-1000000050426.pdf
https://jp.illumina.com/content/dam/illumina-marketing/documents/products/appnotes/cfdna-quantification-tech-note-1170-2020-001.pdf
https://jp.illumina.com/content/dam/illumina-marketing/documents/products/appnotes/cfdna-quantification-tech-note-1170-2020-001.pdf
https://jp.illumina.com/content/dam/illumina-marketing/documents/products/appnotes/cfdna-quantification-tech-note-1170-2020-001.pdf
https://jp.illumina.com/content/dam/illumina-marketing/documents/icommunity/heitzer-ulz-graz-interview-hiseq2500-cancer-1170-2016-022.pdf
https://jp.illumina.com/content/dam/illumina-marketing/documents/icommunity/heitzer-ulz-graz-interview-hiseq2500-cancer-1170-2016-022.pdf
https://jp.illumina.com/content/dam/illumina-marketing/documents/icommunity/heitzer-ulz-graz-interview-hiseq2500-cancer-1170-2016-022.pdf
https://jp.illumina.com/products/by-type/clinical-research-products/trusight-oncology-500-ctdna.html
https://jp.illumina.com/products/by-type/clinical-research-products/trusight-oncology-500-ctdna.html
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cfDNADAF) U E/I\F—

REBAF UL —VIEZL DD ADRFETT ¥ DNAXFIULDOZ(LISBBEROTMBRITETD. 7'/ AOKFEHMEAF I EEN.
CpGT A SURDEAFINLIRREEIEDF T, ¥% 2FNIEAF VLI —VICBIFDTDOEIRICKD. F/ ARRE M CEBINHIET
FOYALUY IV IICOEHD. ERETEEREMEESNF T2 EELTCEEL T BROMRENSCDNADXF )BT —(E
FEROMI/ARBICFET 2/ —VZEBDIRULTVDTENRENTUVET (7). TOTEIF ctDNAXFILIEDUF YR/ A
FTI—ERIED A DR IR, FEROBBMOBRT . /) JZFRZE (MRD) DY —A SR EREMDEZS UV IELEICERT
EBRIEZRLTCVET,

Jasmine Zhou, PhD
AYTHIZFARZOT U EILAR

B7 : ctDNADUFRI\A Z T —fEfT IS R AR
DIcHDEBHHAF I — 2 ZBELET .
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AZ)\—=IF14hAbwIF T UV, Cancer Biology and Therapeutics LaboratoryDiff5T
BIB(F cIDNADXFINLINS—20ZTOT7AUV T U UFYRINA Z TV —HRIILER
DHAAFO—LZENFESFTIRASNTVDHOZFHTEILE U, 1 )L=F DInfinium™
MethylationEPIC BeadChipZRWT. MACIDNADXAF )L ETOT 741 VDR FES
DHDEFFEICKLMEELTVDIEZRT ENTERUC. COTEFUFYRINAFT
V—H\EBICRELIEIES /) ADZE(LZIREL T DIchDRDODELTENTLS I EZR
LTWWET.*?

AN

IN—=Z=VHLKE. Institute of Cancer and Genomic SciencesDifzEF — L. BEZEER
¥ LD A (HNSCC) BE D MBARCIDNARERDDNAXF UL\ —7ZT0
T7A U FUFEUI, Infinium MethylationEPIC BeadChipZRWT. o ~ FvhENIEE
[CDTEUVICtDNA (#9120 ng) ZXWRICFHEL. EFEER /A F TV —h SR eiEREERUE
UTeo SERED . AV TYREZE10 nglTEB U EEICCIDNADAF UL L Z BRI T
EBAEEEDREN. CDZEEFTDYAoO7 LA R—ADT7vEAICHTDFHLLF T
T—3aVTHBRIEERLTVET
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Mayo ClinicEUS Oncology Researchit D ECHBICKDHERIARNERMmEN, 1)L
=7+ ®MNovaSeq 6000V AT L ETEY / LINABIVIT7A =5V A(WGBS)ICKD.
CIDNAXF)U LIS —rhTOT 71 U TdENF Ul CORRICIEEET6,500 1 =D
BREDZENFT U (G0 LD EEDERONAEER2,4002 B KUHI4,0002DIE
D AERE) o fERED . CIDNAXF VLY =T U RE EFSFTLERT—IDIBLULDAD
EEEEVVRESHER O TRETER T ENEIRENE Uz

J
~

ATV RVANRDYA T T ARB(F, FEENDIFRENZRIU—=2JECRC
DBRHEDIEDHDFHUWINA A Y —H—ZREE T DIHIT. ctDNAFDAF UL EE BT
(DMR)ZHEL. NSO\ -V EBIEFRIET —YDHEERFRERT (2R FF
Uleo iR EIEDINA Y —H—BIGFICIE. CLDNT. INHBA, B KU'SLCI0ATOD S EN.
cIDNABEIC KD EEEEE S IERREOR CERERIEEDEN R INE L ®

J

#AREINSHT—2o 70— :Infinium MethylationEPIC BeadChip

Infinium MethylationEPIC BeadChip(K8.%9)[&iScan™ X7 ,(F10) £GenomeStudio™Y IhI 17 (R11) EHEL. U
J LE2FEDS85FU EDAF )V LY A NEIREES 5T EHAIEET T . BeadChiplSEIRENTWD IV T UVYIF . CpGFP A SVRHD
CpGH A M EBEEBRECRESNCELEDAFIVEY A NIENZENFT T UFYRI\AF TV—EcIDNAXFILETOT 74 )b
ERFEDE BT ET BAD KD C DX F DI EDATRET T,

il

Infinium MethylationEPIC iScan¥ A5 L GenomeStudio
BeadChip NextSeq 5502/ A 7 Ix Bioconductor Software

8 : Infinium MethylationEPIC BeadChipT—270—

%9 : BeadChip/\A JUF1 -3

A1V TvhE 10~250 ng cfDNA*"
Y—h—# YT Ieh85H U EDCpGH A~
BTV DiERE MAREBAEDCIDNA
LA BIEODY T ILE 8

@ M UTEIRE TIFAEDCIDNAAL VTV NE TREDHIIDIRENTVNE T B2, 1 JL=F (EcFDNADERAIZFR UL T Infinium
MethylationEPIC BeadChipZt&EEL CTH 5T, il 4EEICIF250 ngDDNAL V Twh 2= #ELTWVE T,

b —ZBDFFZE Tl Infinium MethylationEPIC BeadChip CcfDNAR{AZAIE Y BHIIC. Infinium FFPE DNA Restoration Kit’%
EATHICEEHRELTVET AV F RTINSO EZEH-ATIREEL TLIE B A
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e
BeadChipd& iz DR+ =/
YT IHTEbDAF+ /85

&I:IIKI

A

BeadChipd&ich DR F+/B5E
BT IBIEDD AT+ 85

Infinium BeadChips®D/\A Z)L— v LIE
209
~2.59

V=TI ET A R EE U
RREDHDIAF VI —
4093

~5%

xR11 1 T

GenomeStudioY 7t 7’ Methylation Module

BioConductor/\wor—

AF)UET LA DIcsbDGenomeStudioldIbO—)LI—)L
EQCHBEILEBEDIEDICHERTEERT  ZR@EMEFI—Y—
N—RXCHFEEN/BioConductor/ \wor—JTELET
minfi®?SeSAMelFEDRN—AD/\wi—J . BERFREE
B, F—4570tRX REILBRUHADTFRET T . XF)LIELAX
IWEEHU. ZLDOY VT ILEDHEDAIEET T .

VY —-ZAFIEEIVFTIY

[Infinium Methylation EPIC Kit J
https://science-docs.illumina.com/documents/
Microarray/infinium-methylation-epic-data-

sheet-1070-2015-008/infinium-methylation-epic-
ds-1070-2015-008.pdf

[Automated bisulfite conversion for Infinium Methylation
BeadChips)
https://jp.illumina.com/content/dam/illumina/gcs/

assembled-assets/marketing-literature/automated-
bisulfite-infinium-methylation-tech-note-m-gl-00144/

automated-bisulfite-Infinium-methylation-tech-note-m-
gl-00144.pdf

XF)ALT LA T—5ERDE N

https://jp.illumina.com/techniques/microarrays/

methylation-arrays/methylation-array-data-analysis-tips.
html

AREOERAENIEHRICRESNE T I COFERIFTET Ao

BET D51 TSU—RRFYMERIZZDODORSERTRAD
vy

Infinium MethylationEPIC BeadChip&@~<—J
https://jp.illumina.com/products/by-type/microarray-kits/
infinium-methylation-epic.html

Infinium FFPE DNA Restoration Kit®m~\—

https://jp.illumina.com/products/by-type/molecular-
biology-reagents/infinium-ffpe-gc-dna-restoration.html
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https://science-docs.illumina.com/documents/Microarray/infinium-methylation-epic-data-sheet-1070-2015-008/infinium-methylation-epic-ds-1070-2015-008.pdf
https://jp.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/automated-bisulfite-infinium-methylation-tech-note-m-gl-00144/automated-bisulfite-Infinium-methylation-tech-note-m-gl-00144.pdf
https://jp.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/automated-bisulfite-infinium-methylation-tech-note-m-gl-00144/automated-bisulfite-Infinium-methylation-tech-note-m-gl-00144.pdf
https://jp.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/automated-bisulfite-infinium-methylation-tech-note-m-gl-00144/automated-bisulfite-Infinium-methylation-tech-note-m-gl-00144.pdf
https://jp.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/automated-bisulfite-infinium-methylation-tech-note-m-gl-00144/automated-bisulfite-Infinium-methylation-tech-note-m-gl-00144.pdf
https://jp.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/automated-bisulfite-infinium-methylation-tech-note-m-gl-00144/automated-bisulfite-Infinium-methylation-tech-note-m-gl-00144.pdf
https://jp.illumina.com/techniques/microarrays/methylation-arrays/methylation-array-data-analysis-tips.html
https://jp.illumina.com/techniques/microarrays/methylation-arrays/methylation-array-data-analysis-tips.html
https://jp.illumina.com/techniques/microarrays/methylation-arrays/methylation-array-data-analysis-tips.html
https://jp.illumina.com/products/by-type/microarray-kits/infinium-methylation-epic.html
https://jp.illumina.com/products/by-type/microarray-kits/infinium-methylation-epic.html
https://jp.illumina.com/products/by-type/molecular-biology-reagents/infinium-ffpe-qc-dna-restoration.html
https://jp.illumina.com/products/by-type/molecular-biology-reagents/infinium-ffpe-qc-dna-restoration.html

cfRNAB KU CtRNA

cfRNAIRKIMFICFE T DR EEDMIAZ T TR D AFRRED
SHREENF T TNSDCtRNARUFYR/INAF TV —
ZiHii g DT LTV HENEDADEE. B AFEDIRE. HH
IROBARBOD FXANDZXLDOEHREREIDOE=FU Y
TIEENTTREELDINAFR—N—IRHTT . *° IRTOHRI/
R CTE— GEIGR/ \U 7 VRS DDNALIEEED . RNAIK
fHiROEECARBE CENN DREDRIRERLET . THICK
D ctRNAZAWDZETHAZIRBEULIED (FRICSIFDH A
DEFET DIUEMDSDSMZERFET DT ENTTFETT (K9).
RNAFERDEHR THDIENS. ctRNAZER U CTREFHIIC
DAOYITFATERELVDET DIENTEDAREMEN DD

illumina

EEZOSNET . INF. A— T FHEMEBHET DD AT
HoCHEITIREA TVaV B LU FRICKELFED DL
HSEETY .

®9 : ctRNADUF R/ \A F T — [ FHEBN—ADELEFHRER/NT — %
JO77A L. BBEDEMERELE T,

il

GRAILILDIRRF —LlE. TruSeq™ RNA Exome Kit&HiSeq XV AT LZEfERL. 2,
DABEEMDABEDCIRNAICE T B¥HTDRS Y AT UTh— LT A RIS4FE T
ZRELEUIc. BE&Z60,000 85 FZRELL. FERED70% LK DELFIFHADIEL
AL HSDRNATIIEE S NED olc CEDNTRENE UIc. CNSDEEEYD KD
HISAFEETRIC KD ZDE LD D ADEEEHE. U T 51 TDR RS KO REFEBD
BHDIH DIEFEEDEVRNA/NA A Y —H—EUTHIATERaREMEN G DT EDD
moFEUE.*

/
~

AIVEF DMABLED 7 HT IV DR ES EHET RRICRELCEE DITIRSM
EBE (PE) EBZEIE NI BED SDA0RIFEMIRD7IREIC DV TCIRNAY =T V2T
ZERELEUIC. BRBEEER 2. IRIRFEZEBED LU Z Dt DI DPERIREICEIET DT &
HHISNTVB30BIEF O RRERN CRESNE LI, TNSORBREHAFRZRDEIT
[FBDOFEAD. cFRNADFFHERBINR LB <AL TV EZRUTHED . EBER(CHIS
BcfRNABT DA ZRL TV,

J
)

ATV T+ —RREZDHRET=5IENovaSeq 6000V AT L&EEDT . BELZ2002 DR
ZUEDSDCRNAZ Y~ VY5 L, PECEET 28 EEY DL EREEUE Uz, i3
Bl B3 PEZBRKRIERDHDHIICRHICTAT O DUFYRNAFTI—7vE1D
BEEDTREE DS 218 BEFERELF U, TNUIRE/I 1A —H—EUTCRNA
DOERMDOTIREMZERIBIDOAFITT,
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#REINST—2o 70— lllumina RNA Prep with Enrichment

llumina RNA Prep with Enrichment(B10.%12~14)[¥NovaSeq 6000225 Lx. NextSeq 100027 LFTzlENextSeq 2000
VAT I(F15) BKRUDRAGEN RNA Pipeline(F16) EEBIC, UFYRINA A TV—1@{EDNSRNA-SeqZ{TOCENAIBETC T . CD
TERNDRT—STNIESATSU—ARYU1—3 v RERMEERKICT DI BRIBESNAREFEZEH DS FIFETO—T
T—ILPAHRY MEEN e 7O—T By NIRRULE . lllumina Exome PanelZERUL. 1—7« ~JRNAESIDSIENLE A Ly
EERITDTENTEFT

P 8 7 5

EDTA. QIAGEN RNeasy Kit. lllumina RNA Prep NovaSeq 60003/ X 7 L\ DRAGEN RNA/\A FS51 >
Streck#tERNA QIAGEN exoEasy Kit. with Enrichment
Ffcl&cfDNA BCT FIcIFQIAGEN NextSeq 1000 fz (&
Circulating Nucleic Acid kit NextSeq 2000 X 7 Ly

B410 : lllumina RNA Prep with Enrichmento7—270—

£12 © MREFEN
HRINZRME (BCT) Strecktt2RNAZFI&cfDNA BCT
HRINDFEME 2£0M4 mL®

? StreckttBRNA BCTIEcfRNASD BEICERE C I DY cIDNAF1—THERTEET

° HEIRIME(E10 mMLTHD. 4 mLZE FTEIDBEMRFRHOEEDFILEOET

=13 : cfRNAHIL

QIAGEN RNeasy Kit ~—% JURNAZ 7 B
QIAGEN exoEasy Kit TIOV—LBIUZDMDMEES\FaD DB
QIAGEN QlAamp Circulating Nucleic Acid Kit cfDNAZFzlEcfRNAD 7 B

K145 TSU—BE

YUTILDRESE M. Z DD AEFRERDCtRNA
AV TIRE ~5 ng cfRNA(~5 mLIn#E)
BEtSATSU— AR ~9 5054
BUITIAVTvI XYk 3844 Ty A% F AT RE

CRBEN—ADTONI-)UEY VTV DEEE T TV —2a v C—B UM FRIBELE I H UIRY — LBRELUA—5ILRNA
(FERABICHUCERTATED TERT,
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BOERTHN HBEOIRNETZIN THA X BYIVBRDOIRNDES
SP7O—JL(13~16@U—R):
8~10
P170—tIL(EU—R):1~2 S170—IL(26~32fBU—F):
17~21
TO—ELBRDDY Y TILEE P270—t)L(8U—R):5

S270—t)b(66~82fEU—NR):
P37O—1/L° (24BU—NR):16 44~54

S470—t)L(160~2008U—R):
106~133
HRY—RR® 101 bp x 2 101 bp x 2
Y=Y AREFEREERTINEIDICLOTREDE T . BBEDY—T VIV ICF BT VBT 1{E~1 5EU—RhiE
BEINFITHHED—MEITIFIEVT TUT —2aV([CIFEMNDYU—RDREICIED I ENHDET

® p370O0—1tz)LIENextSeq 2000 R F LDH THIATEET .

¢ U—RRIFREBRENICHUTEEDIENGDE T . ERZAHDRNAL IV OEETICE FEWNU—R(H1.50 bp) THAFZEHHD
T KOFFHMIEERINT (B R TS A2 TARUNINUT UREE) [CIE150 bpDU—RROMEEEINE T,

cfRNA-SeqldXDEWVW YT TS TR/ A X%&RU.RENIERNA-Seq kR D HH T EEIE B K T B 7O I—)LZERL
TL\2IHE. BlLNIVERERAFCT B/cOICIE. cfRNA-SeqlCH U T —RRIVEEED2EDY—NREZERA T D2UENHDOR
FoimB S NCTVBEWVWIIRY — ARERAZERT 5155, cfRNA-SeqllF3MBEDY—Tr Y AREDNRECHED I EZRAATHL
MWEDSHOET

F16 1 T

TR T SAAX YN AT SARIV I IY3aIRIEV I EEE.

DRAGEN RNA/\1T7S5414 > o A )
1751 BEUBSEETRE

BETD7IVr—vay/—bFld [Improved detection of circulating transcripts)
ZOMMDIVFTIINDYUYD https://jp.illumina.com/content/dam/illumina/gcs/
[lllumina RNA Prep with Enrichment] assembled-assets/marketing-literature/illumina-rna-

enrichment-crna-app-note-470-2020-009/illumina-rna-

https://jp.illumina.com/content/dam/illumina-marketing/
enrichment-crna-app-note-470-2020-009.pdf

apac/japan/documents/pdf/products/datasheets/

i i - - i = - - - - -i . ]z — S — = o
illumina-rna-enrichment-data-sheet-470-2020-001-jpn BETBSAISU—REFyNER(

pdf ZOHMOBIERR~DUYY

Deciphering the role of long noncoding RNA in Cancer lllumina RNA Prep with Enrichmentffp~\—
https://jp.illumina.com/science/customer-stories/ https://jp.illumina.com/products/by-type/sequencing-
icommunity-customer-interviews-case-studies/ kits/library-prep-kits/rna-prep-enrichment.htmi

vandesompele-biogazelle-interview-nextseqg-Incra.html
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