llumina’

Prep With

Exome 2.5
Enrichment v2

EjgEfo| Mg o] et
250l oz ola|X|HE X2

lumina DNA

Ho|7t B2 g at

DATA SHEET

MEiXO = D|EZ=2|of Ifdat
a3} El spike-in 2HIXE
AH83sto] F{Hz2|X| =i 7ts

EAM HZ: M-KR-00346 KOR
HE EM: M-GL-03952 v2.0



[llumina DNA Prep with Exome 2.5 Enrichment v2

2 |/d
2t 9| OloH te ol 2% 72U f”
ol sojLt= Od? R?E EESP| M= Lol
£ M3st, GC gol =2 FHA(GC-rich
region)at 7t F(variable region)2 & HO M, A|2A
UOTN GT FRE HFY £ U wSHQ
S Mo "awtLct,

40
[Ral0}
fital
i

|
YIB298 K|St

WES &2

71&9] lllumina DNA Prep with Exome 2.5 Enrichment

assay= of0|EH2[E 2K QI2|X[HE (hybrid-capture
enrichment) f St EotHel TENAS AHESHE ZhAHE
WES ¥2E=22E MSHSLICE lllumina DNA Prep with

Exome 2.5 Enrlchment v2E O HE2 AN 2oz
SHAEl 452 HOF = 0| EEl chemistryS AHEHH&LICE
V2 assay= HCH AE 2B (on-target) QI2[XHE HutE
M&sta QIER 2| = (off-target read)= £|A3totE oHH,

S22 GC HHE[X|E &0|1 EX A& (exon)ol CHet HHEZ|X]
U2tH(coverage uniformity)2 SFABILICE ot HOA=
Meido=z n|EZ=2|of Qe[X|HE 8l SHESHEl spike-in
ZUXE MBS0, 7| ED St YT EZZRE Sl HE

HHE|X|E IHHSIALE =T 4~ AELICH

=

%

E
CHAISE dat B0 EATEK] ™ Y
IEER9 ot 7 QALICHIE
7|& assayl st Ef 1HIE[0]M (tagmentann) 7|8te]
2fo|E2{2] Z=H| 3! 5to[E2|= K QUZXHE HAE
xMgsloz N, XSt KSHE0[A MBI Qs gazzos
I-||+or|_||:|-(jal 2)

Of fo|Ea{2] T8 Bl QIZ|XHE &F
o
=
11

O|Z % lllumina DNA Prep with Exome 2.5 Enrichment
v2e S E QIR[XHE &3t GC FY AHZ|X| 71, Oz
ooqo} =IE-||Dt LM EOH EIFA—{Q E‘|6|-I| %tQDJA‘IE %‘_I'"QJ

Hi—=
TEE o 4+ UTE o B

El
T

e

NovaSeq X Al2|=

S0 Se -~
HE ZH| AL 2to|E=i2 NEERS! ClOJE 24 ofAd gl E

Z=H| gl

(L =x

QIZ|X[HE
SioH e = EFOHOf| A lllumina DNA Prep NextSeq™ 550 A|AH! DRAGEN™ Emedgene™
=%t DNA® with Exome 2.5 NextSeq 1000/2000 A|AH], Enrichment &4 %

Enrichment v2 NovaSeq™ 6000 A|AE! 2K 2 XM

a. DNAE Flex Lysis Reagent Kit

Mgt #0| AZ=0f= DRAGEN Secondary Analysis S A&
B

O 1: AERAE WES 93 E

A:.H% -’.-f— [2E 0|5 24 8l s M7tX], WESE X|sts S2XQI IEZ229 o 74 240! lllumina DNA Prep with Exome 2.5 Enrichment v2. HX
lllumina DNA Prep with Exome 2.5 Enrichment v2E AS5t0] =t @ | DNA(genomlc DNA, gDNA)Z 2to|EE{2| &H| % QIZ[XHE HAE
E'%HE ojuf, A Sot LotHol /IEZRE Soff 2 A7t ©HEg 4= U, TI0HS QIZIXHES A 2to]=22{2| S A2 Aot £ DRAGEN Enrichment
Ao = QIEIXHE BMS £ ¢ St |0 sfA{0ll= Emedgenedt 22 7 E ASE = US

ZAM HZ: M-KR-00346 KOR

HE EM: M-GL-03952 v2.0



https://www.illumina.com/techniques/sequencing/ngs-library-prep/automation.html

Ilumina DNA Prep with Exome 2.5 Enrichment v2

- DNA Ny
ol2|X|HE b= 2t .
o IE@EE; = DNA-eBLT S&H|

(Enrichment Bead-Linked
Transposome, eBLT)

\ndsxzh Read 1 Al214) Z2o|o(Rd1 SP)

SI2IXIBE H Iy s ofdE{7} Katel afo|siafa]
—
sto|=als A A I2IKHE

Ef2RIE(O]M 7|8t 2to|EE2] ZH| 3l A&

|= Ef 2 ¢E|0]4(On-bead tagmentation) chemistry=
2tot DNA HE AL 0| L =2 518 QX2 # S0t EH
(fragmentation) 2t O{EHE| EfL (adapter tagging)2 7t
StO|E2|E 2K QIR|XHETL &t2 =|H FH| o 2to|22{2|9|
b

X o
AEAEE AZEE £ oH, E8HEl 3t (normalization) 2 S
E
o

3t
st S
il

o
S8ll Q2XHES HE 2 E 2to|=2{2|of chet Z st AR Y
cloly dds xe

2
e

A B2 0|0j| HEH THO|HME
ZHOI H2|x]

[llumina DNA Prep with Exome 2.5 Enrichment v2=
NS 82 217t A et JHE 20| Qe 9o
HEozi 24 Helet 2249 HHs U3 Fe A4 ds
LS AFSSILICE 2H™Bt 7|E0f|= RefSeq, CCDS, ACMG,
COSMIC, OMIM (E 1) & ¢/l 2| A2 1 U= 22
glAAZHE St AY AR A (coding sequence, CDS)O|
CHs Faf|o]M(curation)S A%l HHZ|XIE ®Zst= Twist
Bioscience for lllumina Exome 2.5 Panel0| Z&tgL|Ct®™
Ol2{et HXal Mafe Y 2t STXLof| chet A4 XA
grEste SAIO AEAY EE8ME |AE = e UEH
ZIOZES ASSHM ®MSLICh

* ACMG = American College of Medical Genetics and Genomics(0|=2|8tRHetz]),
CCDS = Consensus Coding Sequence, COSMIC = Catalogue of Somatic
Mutations in Cancer, OMIM = Online Mendelian Inheritance in Man

O] l{g2 TNl RTXL 2l HHe2|X|F HE01, ClinVar,
ACMGSH &2 Ci|o|EfHf|o| A0 HR&lM(pathogenic) HO|2t
[AFERAY(likely pathogenic) H0|7} BI#HSHA 20 E[ 11
e d& JAs HHOZ PILICHE 2). Ol A& Teto

ZX EFO0| Fefo| ool Ho| (0] Ther Letel HHRIXISE
KI5tE g0l S35 R YL

CEoE O] miE CIXIRI2 GC &0l &2 EE(segment),
S| o2 At S EM0| o2 YoM J=HSt I3
=]

2RLT g
HH{2IX| YRS RAI6HD EE0FR(dropout) @ A4t
70|, Holet QA Ut M H2E 4 ol o A

7t Bl SLIC.

mo

H 1: =L Hlo[EH|o] A0 et Y FHAN CHEE Twist
Bioscience for lllumina Exome 2.5 Panel2| 7{H{2|X|?

Twist
o2 Ty Bioscience for lllumina Exome
e TE lllumina Exome Panel
2.5 Panel

37| 37.5 Mb 42.21 Mb
RefSeq CDS’ 99.1% 98.2%
ccbs cps’ 99.9% 99.5%
ég,\sﬂse /3 Genes 99.9% 99.3%
COSMIC Cancer o o
Gene Census CDS™" 99.9% 99.3%
oMIM" 99.1% 97.7%

a. lllumina LHE CIO[Efofl 27{3t £X|. 7 HEO|H, = AIY2 AY/TE 82

solsix ekg

2: 2 2 RTX} HO| H|o|EfH|o| A0 ZetEl HAY
S RAHERY HO| 22of CHEE AHHE(X|

ClinVar 98.6%
b12 . (]
HAM/FAL H2lM Ho| CDS
ACMG 73 99.9%
8 I/
BRI/ QAL EElA Ho| CDS®
a. lllumina A& CIOJE{0fl 223t %], 7 M 0|0, 2 ArY2 L4/ZITt B2
SUE X 42
b. Clinvar 22 o}7to|2
M BB HRl/RA
c. ACMG HM/SA HElM HOo| E82 ACMG |HXte Rajo|dg 7E CDSet
Clinvar Hld/RA Hald Hol5

£ 217t ol 3 (phenotype) 2l 2AE YT X2t
|

2AM HZ: M-KR-00346 KOR
HE 2M: M-GL-03952 v2.0



[llumina DNA Prep with Exome 2.5 Enrichment v2

o] 2 AH0lM 7t
HHE|XIE S5t A7 IHIL 24 220] W2 o

Chet HHE[X|E Mt 2M, 7He 28 oA

B (depth) E RXGIEHM AlZY 82 28Xz 8D +
UAEE LTt o218t BHotEl ZEZIEE lllumina®l CHfet
AlEd 2SS0 2H RS HiKl (batch) MEIE XIH5HH,
Ho| Z2HE 22 8l e @7 Aletol| wa2p M|t 4=
HIgS 2ot 4~ ALE &ff FLITHE 3).

52
rlo
0
T
i
onl
K
s}
rr
I
Hr
=2

Feo|ME AHE EXo] chet ZHeIst AHHE(X|

lllumina DNA Prep with Exome 2.5 Enrichment v2=
M&ototo|EelEst 2 AEE SH0|BR2|ESt XS
HEJYS Wl 2F FYO|MS HE et 2laret A 2|4 A0
Chet Zelet AMEZIXIE MSEELICHIE 3). 0218 AHH2|X]
QIZt A AF0M 22| ArEEl= RTX FHO|
HHE =S 5104, T2 A& ZEHXO|AM o] Lzt
of FLICh

ofr e My ot
[0 ou &

ox AT

e 4
o |0

iy MU

3 AIZN AAH” G ZE22 M WES ME K22’

oMM —
COSMIC Cancer _
Gene Census CDS
clinvar PV/LPV CDS _
ACMG 73 PV/LPV CDS [
ACMG 73 Genes CDS |

0 10 20 30 40 50 60 70 80 90 100
2 20x FHH2|X| P20 Yot EX(%)

2! 3: £ IHX| 50| HE| =3t AlZE =2 HE A &QlE
2 BAof CHeh L2hEl HH2|X)
Illumina DNA Prep with Exome 2.5 Enrichment v2=
1.5AIZHZ M) F 16 A2 (I 2HA) O] & JX] SHo|ER| =0t =74
HE Al = 20x BA0| HAO|| Ol =2 W H|&2| AHZ|XIS
Hel 47| J2iZ= ACMG, Clinvar, OMIM, COSMIC &
=82 33 HIO|E{H|0| A0 ZotEl RTX} 5! HOlof CHet ZatE
|_|-E)-'3_H8-13
a. lllumina LI HOIE{0] 2748t 41, 97 HBO|H, 2 A2 Ja/zlet
8L 2 &0l5X| %3
ACMG = American College of Medical Genetics and
Genomics(0|=22|stRMe3]), CDS = Coding Sequence, COSMIC =
Catalogue of Somatic Mutations in Cancer, OMIM = Online Mendelian
Inheritance in Man, PV/LPV = Pathogenic Variant/Likely Pathogenic
Variant(H 4 H0|/RAH HalH HOJ)

NE| Jtstt ME

5|t W BN NextSeq 550 A|AEP NextSeq 2000 A|AE NovaSeq 6000 A|AH NovaSeq X A|AH
1o oL |

ol A
ZiHEIX] B Mid-output High-output  P2° P3 SP S1 s2 sa 158 10B = 25B
50x% 6 19 19 57 25 50 128 3‘10d 62 380 944
100x% 3 9 9 28 12 25 64 155 31 190 497
200x 1 4 4 14 6 12 32 77 15 95 248

OFZof what Aolg &~ AUS. M| HO/EH = 22 NovaSeq 6000 A|AR Tt S4 E22 4,
2tol=ziz| o4 75 =Y
b. NextSeq 550 Reagent Kit= 2 x 150 bp2| 2|= Z0|Z X|@/gt
c. MZ H2|Z0| SUT P2 222 42 NextSeq 1000 A|AHIO|ME AFRO| 7HsE}
d. Ol =2 CHfo| 2t0|ER{2|E E(pooling)dt?| B = Z=IHEQ1 QI AT st

a. YEPEQI IR AEe 22 2 x 100 bp2| 2|= Z0|(read length)S X8l Aot il A X|
f=3 & A

- Xe| 7tset

ME HE 9IB220| X2, AIB YE T2
= 5|

f El
2|1 NovaSeq X AlI2E1H10B 22 M E AHEd 2 S3IA20], 0|S ECHZ T

olzee| 4, 2t

ZAM HZ: M-KR-00346 KOR
& 2M: M-GL-03952 v2.0




[llumina DNA Prep with Exome 2.5 Enrichment v2

RIZX|HE d5

lllumina DNA Prep with Exome 2.5 Enrichment v2=
1.5A1ZF 8L 16AIZEQl & K| SHO[ER|=9F A[ZH Z= 24 5H0i| A
D5 ZE0 RN HE d55 YLLK 4). e Z2E
CIAtRlE 2E8XQl ol0|EE|E WX E ALHSI=0, Ol= #H
g0l §2&l= =2 HE9 iEE 1R]0t 2|=(padded
unique read)et Y&l 1Rt F7|(padded unique base)E
Sl el o= AGLCH

e B4 AHH2|X|= & 71X] 510|B2|=E%t AjZE £20] M2
HIZSHA| QP Al A 2 LIEFLE, BA] AE0| AHH2|X| 7}
Mzl = AS S 20 SUCHL BE F0i| FHE 1Rt 2|=9|

HHE|X| 22 o BEH HHZ|X|

lllumina DNA Prep with Exome 2.5 Enrichment v2& ot
1.5A1ZF SL16AIZES] & K| SHO[H2| =9 A2 Z= 74510l A
D5 BX 2o chet #stn AM2[D 4~ Q= AHRIXE
HO|L|CHOE! 5). O] THY CIXIRle HX Holof 2K Yol
2l BXE X|9I6t04, E= 80 7| HI'ZE|(fold-80 base
penalty) @t0| H&LICE StO[EZ|E 2K HHpto 2= 22|
RIZIXIHET o2 H GC L 0| &2 BHEUML FHHE|X|7}
HHEIAL, GC EFOHR0| AAstAH, Tiot RTHA|
mH2tol M M2 FHHE|X| EH (zero-coverage target)2l
MWEE0| KON ELICL

e o=
ZE E1t 2 & (percentage of passing filter unique lllumina DNA Prep with Exome 2.5 Enrichment v2&=
reads)T 52 £Z02 QX|L0f, MEHMoz ol Ql= lllumina DNA Prep with Exome 2.5 Enrichment &Lt
. . o
SFELQ|(locus)Oll A AR|E 4 Ql= Ho| AE M52 wa|ge AHE|X| ZYH2 £11, GC EF0H22 W, £ 80 &7|
of & QIAL|CY, HEE| Z{2 gAst A2 LIEFELICHAR 6). 02{%
HEZIAE Jllumina DNA Prep with Exome 2.5 Enrichment
V27t ChFet A|ZA TS 71Tl 20l 2H Eot 7 Tl
dea M2l £ A= HO| HEHE M3st= A2 20l
A THEE 1Rt 2= QIZXHE B. Y& 1RSHHI| QAZXHE C. Bz X 7{H2(X] A D. ¥EE ufdt =9 2 St
100%
100% 100% 80
o 2 § 90%
_@ 90% %JE 90% 2 70 IITB
B sox B sox A e T oo
ol ol =3 or
ul oy o Ul 70z
o 70% B 70% F 50 )
%l ] "Kr *;fé
% 6o% % sox B a0 H 8%
W @ 1 E
3'; 50% %2 50% B a0 2'3 50%
40% 40% 20 40%
1.5A12F 1612 1.5A12F 16A1ZH 1.5A12F 1612 1.5A12F 1612

sto|=a| =3} A7

32! 4:510|E2|E3} AlZE ZAE QIZ|XHE 457

=1 o= LT o=

a. lllumina L= HO[E{0l| 27{ot £X]. A7 MEO|H, = AY2 JY/TE E=2 Sels

lllumina DNA Prep with Exome 2.5 Enrichment v2= 1.5A|2F 8! 16 A12t9] & 71X
(A) HEE 1Ret 2|E QI2IXHE H|S0| YBH2 &1, (B) A0 Z2A i
OFEZ0| 1, (D) A F0l| MEE 1Rt 2/=0 HE E1 20| 2 AS

gl

)

=1
=

o|st A
= T AN

stolEel=st AlZE B0l L2HE QI2[XHE 458 BY
UFetEY] R[ARE 50| 243tH, (C) Bt X FHH2|X BTt

ol
=

2AM HZ: M-KR-00346 KOR
HE 2M: M-GL-03952 v2.0



Illumina DNA Prep with Exome 2.5 Enrichment v2

o =3
A, FHEX| #Ld B. GCEEot C. HZ HHZ|X| £X
100.0%
A coox 100%
EQ 2.0% 2.0%
‘)‘(‘. 80.0% 80%
< X 0% ®
% oK R
g o S 60% Hoos%
gm 'I'_ﬂ] 50% §
™ goo% O 40% E
K o w
o 3.0% 1.0%
E [}
T soo% 2.0% =
10%
40.0% 0.0% 0%
1.5A12H 1612 15012 1612 1.5A1ZH 16412
| —
E. HHEE EY &7 F.
100%
90%
. 8%
N 7%
g 60% o
A w
o =
ey N
W 0% it
3 o
w ©
30%
ul
20% H

D. >20x HHZ|X| 20 #H &H|
100.0%

or

g soox

ol e

R 600%

o B0

Egr 400%

P

5

N 20.0%

0.0%

>20% >50%

15420 M 1BAIZE

£ 80 &7 HIEE|

20

o

10% 20x 30x 40x% 50x 10
FHeiz|x] @A 15A12F 16412+
©15M2F @ 16AI2t
03 5:510|E2| =3} A|ZF ZHE HHE|X| #Ud°
lllumina DNA Prep with Exome 2.5 Enrichment v2i& 1.5A12F 81 16 A|7He] S 74X| 10|22 =%} A|ZF Z=ZASHOf| A E—r o &0 YEE AHHEXIE
M3t (A) B g0l 28 AHIX[7t 2ot (B) GC EE0IR %7t H2H, (C) MZ HHEIX| BN %7t Z10, (D) = 50x HHZ|X| BlA9| BX %7t
=0, (E) BAIE AHEIX| B J2Ugtel B 7| %7t =1, (F) 2 80 &7| HEE| glo| H2 A2 3“&'%* = UAS
a. lllumina L H|O|E{0l| 22Tt £X|. A7 ME0|H, 2 A2 M/XT 8= 2 SO X| &S
A. HHE|X| Z Lo B. GC EEOt2 C. ZLC 80 HLE|
100.0% 14.0% 2
99.5% 12.0% 19
o 990% 001% 10.0% 18
20 gg5% & mo
rstm ~r 0K 8.0% u
| N S "7
™ 9g0%
K ",fﬂ] 6.0% 3
97.5% ul
0 16
% 670% O 40% HU
- 97.2%
96.5% 2.0% s 198
96.0% 0 14

lllumina DNA Prep
with Exome 2.5

Illumina DNA Prep
with Exome 2.5 v2

lllumina DNA Prep
with Exome 2.5

lllumina DNA Prep
with Exome 2.5 v2

Illumina DNA Prep
with Exome 2.5 v2

lllumina DNA Prep
with Exome 2.5

22l 6: lllumina DNA Prep with Exome 2.5 Enrichment v22| EAHEl F{HE|X| HEZ|A?

lllumina DNA Prep with Exome 2.5 Enrichment v2& lllumina DNA Prep with Exome 2.5 Enrichment=Ct (A
=2 B 2R0l|lM 850]

EEO0rR0| ZAEIACH, (C) BE 80 F7| HI'ZE| 10| Hof, YEFXQl HX1F GC O

lllumina LH& CIOJE{0f| 27{$t K|, A7 MEO|H, 2 A2 od/TIEt

ags

82

oy

oI5| x| o

oo

a.

il
£
i)

el
S|

ZAM HZ: M-KR-00346 KOR
& 2M: M-GL-03952 v2.0

T T




[llumina DNA Prep with Exome 2.5 Enrichment v2

Ql2|X|HE ZelX (MeH ALS)

lllumina DNA Prep with Exome 2.5 Enrichment v2=
AFXZE A7 @7 Aretof w2t WES HHE|XIS =THSkALE
g = UEE FIHEQI QIZIXHE 2HEAE XAFLIC

of2{gt =7t ZHIXE 2t0|E2{2| =8| HALt oto[E2| =t

T2 HZE A o] 812 EE 925290 SEC
o YIZTROL WHBHE QEK DHES A4 4 9l
QNS 24T Ql0f, WY RETLS| LA, & KHH

AT, =3 HHO| 7N ¢ S Crdt AT ofZ 20| Mo
=SHStL|C}H

==

O|EZEE|of |FHA QU2[XHE

Spike-in2 2 Twist Bioscience for Illumina Mitochondrial
Panel2 Z=7t5t&H, lllumina DNA Prep with Exome 2.5
Enrichment v2 9252 WHo|M D|EZE2|0F R TA|7EK]
AHEIXIE =g &= JAELICE Ol IfE 2 S¢e Al #& A&
oo AHH2[X| ZA gl0] D|EZ =20t MO AHE[X|E
S FLICHIAE 7). & 572 G0 25 ot e

==

— =
gtoj=2a{z] &=H| 8 AI-Y H(run)S Sl &Y = JASLIC
120.0
100.0
= 800
o
Ex)
™ 60.0
7T
H
-r;é 40.0
B i ‘ i i ' I i
o OO A Aok il ikl
kLA OLH ]SS
e NN RIS NS SPL
$§Q$$$\\$$$e$$$o§$’$
& «
A &

[ ] lllumina DNA Prep
with Exome 2.5

4o
it

t=1El spike-in 2HIX

TXH= Illumina Custom Enrichment Panel v25 AHE5}0]

S AHHZIXIE g =M, AF Moot RTN| FHs

|E22|= M BFS (reaction)of] ZBIA|Z! = QU&LICE Ol=

| MEA HeEs Y M4, et T2NEES S

HAE =H(candidate) @9, 7|2 BN, L= G0l

& CIXteloll= (o] UX| 42 JIEL RTZRIE ERE

= G0 fETLICL o AAE T2 7|E2 5to|E2|=3t
o

=

ot =710

E
0
S

Ok 12 U Jjm

Aol spike-in@ = FIt=|H Hy YFZ 2= T B
SLIC

O

o

olle spike-in 2EIX= =t FHof Ciot

= MEH 7
SHSIHAM T 7|2 dE o 2 MsE /X9
SLICHE 4). O|2M B9 assay ®I0|= FIHHQ HXS
WES YIAZ220| S2XO 2 Zotat 4 Qo] QAT o
A7t 7bsstH 72 g e AH2|X| 4&50] RXIELICE

R AKX

700.0

6000

500.0

4000

3000

2000

i ' 1000
i 00

& QLR MT-RNR2

| lllumina DNA Prep
with Exome 2.5 v2

32! 7: lllumina DNA Prep with Exome 2.5 Enrichment v22| S HX} 2|2 HHEZ|X]|
lllumina DNA Prep with Exome 2.5 Enrichment v2= O|EZE2(0F R X0 24 L2l HHZ|X|E ®Soto], YH0|EE A& midoy| 2%l Py X0l

B AH{2INS ol 4 U

2AM HZ: M-KR-00346 KOR
HE 2M: M-GL-03952 v2.0



[lumina DNA Prep with Exome 2.5 Enrichment v2

E 4: lllumina Custom Enrichment Panel v2 spike-in Ii'g
AE Al SAtE|l= B X F{HE| X

lllumina DNA Prep
Illumina DNA Prep with Exome 2.5

nt2to|g with Exome 2.5 Enrichment v2
Enrichment v2 + HAHE spike-in
o
L EH
HH{2| K| 66x 154 x
30x AHH2|X]
Ao EX % 86.90% 98.60%
HHZ|X
S0x Z4#{={X] 71.10% 94.40%

BAo| BH %

@

lllumina L5 GIOJE{0f 223 K] &7 HEO|0H, 2 A2 Yod/TT 8= 2 S0I=(X]

ofe
R

=3

lllumina DNA Prep with Exome 2.5 Enrichment v2 T2 E =2 Twist Bioscience

for lllumina Exome 2.5 PanelO| AHst= FAS BEXMS6tH= HAE spike-in IfE S
AF88= R ALESHA| Gh= RP0M B5 T OM, 0|2 spike-in THEO| HE{25H=
FHo|| et HH2IXIS B l2|X[HES A2l 2t0|E2{2|= NovaSeq 6000 A| AT
S4 Z22 M(50M 7HS HO{E A= 2|, 25M 7He| S22 AE|)S ALEdH AJAEACH,
Ql2[X|HE 2 40]= DRAGEN Enrichment 20| AtE &

Qo

lllumina DNA Prep with Exome 2.5 Enrichment v2&=
UASHD RASH WES YISERES X|YGHH 217F A0
ot 452 BYLICE O miE CIXfRl2 Al A

HEE ZEZE o M=oz
ot 2 & AHE[XS HZLICh A&t
e StolEE|Eot 27 BE0|M
QIZIXIHESR URHE QIZIXHE HERA
2ot AHE|X|7F RXI=0], GC &0 =2 s
|Z0f 2410] o RIE S TA AETX| A=l
A AHHE 2= A o FLICE O] R0t W52 H2 SE
80 7| HIZE| gtat 0l M2 EE0IRE Soff =l
UG LICEL Ho M= MEIXMO 2 O|EFZE2(0f QIZ|XHELT
SHESHE spike-in 2HIEES FI1510] 5L ot YTZZ R LA
HHE|X|E LCHSEALE I = JSLICE Ol2et HEE 25
ZE2= Jllumina DNA Prep with Exome 2.5 Enrichment v2&
S A, &, 7IEF RTIH| 78 A7 Al WESOf| Aot &

Jtsota tEg 4 s EF UYL

L
[¢]

oY
I_

mr bty
O_L

~
A

o Mo
ot
O

4o

1l

>
o rr
k=

n
oo
P

o

H

[e]]

oot U o © il ol rot |
&
rot |

H | fob Of R 1@
otk
EY

N
2

>

oM =

[llumina DNA Prep with Exome 2.5 Enrichment v2
2t0|E2{2| ZH| XtS=t

DRAGEN Secondary Analysis

Emedgene 3kt 24

DesignStudio Assay Design Tool

HE =S
HE RO S

Illumina DNA Prep with Exome 2.5
Enrichment v2, (S) Tagmentation Set B 20155541
(96 samples, 12-plex)?

lllumina DNA Prep with Exome 2.5
Enrichment v2, (S) Tagmentation Set D 20155543
(96 samples, 12-plex)?

Flex Lysis Reagent Kit (96 reactions)" 20018706
R e o e oy | 90705
v B e e s 20765
Tagmentation (96 ndexes, 8 sampes)” | 20081650
e
Lgl;rr::jzcouzg;zn Enrichment Panel v2 20073953
I(I:I;:;ZI:T' g;zuost;)g?eEnrichment Panel v2 20073952
lllumina Custom Enrichment Panel v2 20111339

(1536 pl, 120 bp)®

a. lllumina DNA Prep with Enrichment v2 2t0|E2{2| T2l 5l 5to| 22| =3} AlSf,
221 (cleanup)/37| M (size selection)0f| AFEE|= lllumina Purification Beads,
Twist Bioscience for lllumina Exome 2.5 Panel QI2[X[HE 2= OldA O{EiE
Z3|0|E(index adapter plate)7t Z8tEl 7| E

b. EAUS HIZ EUY HL W I|E

c. ¥t HR L2 QEA NE MEd Jts

d. Twist Bioscience for lllumina Mitochondrial Panel2 4 I AtE A| 85| 6t0|E2| =3}
8r80| 7Hs%t 32 plel oligo panel Zg&t

e. lllumina DesignStudio Assay Design ToolS Sdfi 217t MZS 2/st Custom
Enrichment Panel2| C|Xt2l 7Hs. lllumina Concierge Design Team& Sl
H|21ZHnonhuman) 2&I% C|Xtl 7Hs. Concierge Design ServiceOf CHet XpA| st
HEE lllumina S EHEXHOIAH 22|

ZAM HZ: M-KR-00346 KOR
& 2M: M-GL-03952 v2.0


https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/dna-prep-exome-enrichment-v-2.html
https://www.illumina.com/techniques/sequencing/ngs-library-prep/automation.html
https://www.illumina.com/products/by-type/informatics-products/dragen-secondary-analysis.html
https://www.illumina.com/products/by-type/informatics-products/emedgene.html
https://www.illumina.com/products/by-type/informatics-products/designstudio.html
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