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Illumina RNA Prep with Enrichment 80 pM

Ilumina DNA PCR-Free 120 pM
TruSeq DNA PCR-Free 120 pM
TruSeq DNA Nano 120 pM
Illumina Viral Surveillance Panel v2 80 pM
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Ejzzilratory Pathogen ID/AMR Enrichment 80 pM

Urinary Pathogen ID/AMR Panel 80 pM
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Pillar oncoReveal Multi-Cancer v4 with CNV

Panel 80pM

IZiailre:';oncoReveal BRCA1 & BRCA 2 plus CNV 80 pM

PhiX Control v3 120 pM
PhiX Indexed Control (1000 cycles) 120 pM
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